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Supplementary Table1: List of rubella virus sequences used for the analysis. A. 

information about the sequences used in datasets 1 to 3 (1E dataset). B. information 

about the sequences used in datasets 4 to 6 (2B dataset). 

 

 

  



Supplementary Table 1A. 
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Supplementary Table 1B. 
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Supplementary Figure 1: Provincial and regional distribution of Chinese sequences of 

genotype 1E and 2B included in the dataset. Regions are color coded: Xibei in blue, 

Xinan in yellow, Zhongnan in green, Huadong in pink, Dongbei in purple and Huabei 

in orange. The numbers of sequences of 1E and 2B genotype are shown with blue and 

red bars respectively. The map was generated with mapinfo professional software 

(Version 11.0). 



 

  



Supplementary Figure 2: Maximum clade credibility trees. 95% HPD intervals are 

shown with horizontal blue bars. Posterior probability values greater than 0.9 are 

shown in red. A. MCC tree of complete E1 gene sequences of genotype 1E rubella 

viruses. B. MCC tree of 739-nt sequences of genotype 2B rubella viruses. 

  



1920.0 1930.0 1940.0 1950.0 1960.0 1970.0 1980.0 1990.0 2000.0 2010.0

RVi/Fangshan.Beijing.CHN/17.08/1E

RVi/Pennsylvania.USA/0.64/1aVAC

RVi/TelAviv.ISR/0.68/2B

RVi/Zhengzhou.Henan.CHN/15.07/1/1E

RVi/Shizuishan.Ningxia.CHN/6.12/1/1E

RVi/Changsha.Hunan.CHN/19.06/1E

RVi/Chengdu.Sichuan.CHN/20.10/1E

RVi/Minsk.BLR/28.05/1/1E

RVi/Hainan.CHN/16.07/1/1E

RVi/Chengdu.Sichuan.CHN/28.11/1E

RVi/Shizuishan.Ningxia.CHN/17.10/1/1E

RVi/Dingxi.Gansu.CHN/19.10/1E

RVi/Zhongshan.Guangdong.CHN/15.11/4/1E

RVi/Beijing.CHN/0.79/2A

RVi/Chifeng.Neimeng.CHN/23.11/1E

RVi/Pingliang.Gansu.CHN/11.10/1E

RVi/Pullman.WA.USA/30.08/1E

RVi/Huzhu.Qinghai.CHN/16.07/1/1E

RVi/Tokyo.JPN/0.90/1DCRS

RVi/Springfield.MA.USA/49.98/1E

RVi/Jiangjin.Chongqing.CHN/25.11/1/1E

RVi/Jiangxi.CHN/22.10/1/1E

RVi/Dongguan.Guangdong.CHN/12.12/1E

RVi/Jinzhong.Shanxi.CHN/22.04/1/1E

RVi/BeneBerak.ISR/0.79/1B

RVi/Moscow.RUS/0.97/2C

RVi/Pingdingshan.Henan.CHN/24.12/1E

RVi/Shanwei.Guangdong.CHN/23.11/1/1E

RVi/Shandong.CHN/20.01/1E
RVi/Jiangbei.Chongqing.CHN/27.03/1/1E

RVi/Jiangbei.Chongqing.CHN/27.03/2/1E

RVi/NewJersey.USA/0.61/1aVAC

RVi/Chengdu.Sichuan.CHN/8.10/1/1E
RVi/Haerbin.Heilongjiang.CHN/21.11/3/1E

RVi/Miyun.Beijing.CHN/14.11/2/1E

RVi/Shenyang.Liaoning.CHN/18.12/3/1E

RVi/Anhui.CHN/0.00/2/2B

RVi/Jinzhou.Liaoning.CHN/13.08/1/1E

RVi/Wuhu.Anhui.CHN/17.10/1/1E

RVi/Zhejiang.CHN/11.11/1/1E

RVi/Jiangjin.Chongqing.CHN/19.12/1E

RVi/Fengjie.Chongqing.CHN/25.11/1/1E

RVi/Pudong.Shanghai.CHN/16.10/1/1E

RVi/Haerbin.Heilongjiang.CHN/19.12/1/1E

RVi/Panamacity.PAN/0.99/1C

RVi/Henan.CHN/13.09/1/1E

RVi/Xingyang.Henan.CHN/42.01/1/1E

RVi/Liangshan.Sichuan.CHN/18.07/2/1E

RVi/Toyama.JPN/0.67/1a

RVi/Yubei.Chongqing.CHN/25.05/1/1E

RVi/Baiyin.Gansu.CHN/17.12/1E

RVi/Anhui.CHN/0.00/1F

RVi/Huangshan.Anhui.CHN/17.09/1/1E

RVi/Xuchang._Henan.CHN/12.06/1/1E

RVi/Tiberias.ISR/0.88/1B

RVi/Bijie.Guizhou.CHN/15.12/1/1E

RVi/Brussels.BEL/0.63/1aVAC

RVi/Changfeng.Anhui.CHN/15.09/1E

RVi/Beichen.Tianjin.CHN/16.12/3/1E

RVi/Jerusalem.ISR/0.75/1B

RVi/Minsk.BLR/24.04/1/1E

RVi/Ningde.Fujian.CHN/19.09/1E

RVi/Anqing.Anhui.CHN/21.12/1E

RVi/Saitama.JPN/0.94/1D

RVi/Shandong.CHN/35.02/3/1E

RVi/Wuxi.Jiangsu.CHN/12.12/2/1E

RVi/Changping.Beijing.CHN/4.08/1E

RVi/Qingdao.Shandong.CHN/14.08/1E

RVi/Fengtai.Beijing.CHN/6.08/1E

RVi/Nanning.Guangxi.CHN/34.10/1E

RVi/Yudu.Jiangxi.CHN/15.06/1/1E

RVi/BarHarbor.ME.USA/43.08/1E

RVi/Yinchuan.Ningxia.CHN/14.06/1/1E

RVi/Huzhu.Qinghai.CHN/16.07/5/1E

RVi/Shucheng.Anhui.CHN/25.01/2/1E

1

1

1

1

0.97

0.92

1

1

0.99

0.99

1

0.99
1

0

0.97

1

1

1

1

0.99

0.99

1

11

1

1

1

1

0.98      

0.95

1

1

1

1

1

1930.0 1940.0 1950.0 1960.0 1970.0 1980.0 1990.0 2000.0 2010.0

RVi/Misiones.ARG/50.08/2B

RVi/Lvliang.Shanxi.CHN/22.12/2B

RVs/Para.BRA/16.09/CRS/2B

RVs/HongKong.CHN/17.12/2B

RVi/TelAviv.ISR/0.68/2B

RVi/Hedong.Tianjin.CHN/20.11/2B

RVi/BuenosAires.ARG/46.08/2BRVi/Zhejiang.CHN/23.08/2B

RVs/Taoyuan.TWN/24.08/2B

RVi/Anhui.CHN/0.00/1F

Rvs/FukuokaC.JPN/29.12/2B

RVi/NewYorkCity.NY.USA/17.12/2B

RVs/HoChiMinh.VNM/23.11/2B

RVs/HoChiMinh.VNM/46.10/2B

RVs/Taipei.TWN/11.11/2/2B

RVs/Taipei.TWN/21.10//2B

RVi/Qiqihaer.Heilongjiang.CHN/5.12/2BCRS

RVi/BuenosAires.ARG/24.08/2B

Rvs/Fukuokacity.JPN/1.12/2B

RVi/Beijing.CHN/0.79/2A

Rvi/Milan.ITA/46.92/1I

RVs/Para.BRA/29.08/2B

AN1-SO-KOR95-2B

RVi/BuenosAires.ARG/41.08/6/2B

RVs/Colchester.GBR/18.12/2B

RVi/Nankai.Tianjin.CHN/17.11/2/2B

Rvs/HoChiMinh.VNM/43.09/2B

RVi/HoChiMinh.VNM/31.11/2B

RVs/HoChiMinh.VNM/44.10/2B

RVs/Sheffield.GBR/13.07/2BCRS

RVi/Nantong.Jiangsu.CHN/14.11/2B

RVi/Tokyo.JPN/0.90/1DCRS

RVi/Milwaukee.WI.USA/17.12/2B

RVs/BinhDuong.VNM/44.09/2B

BAS-IND95-2B

Iran_2000-2B

RVs/Maranhao.BRA/42.09/CRS/2B

379-HK-CHN80-2B

RVi/Kalamazoo.MI.USA/4.07/2B

RVs/HoChiMinh.VNM/24.10/2B

RVi/Zuanjiang.Chongqing.CHN/25.12/2B

RVi/Kannur.IND/09.09/2B

RuVi/Pune.IND/10.92/2B

RVi/Sarajevo.BIH/09.10/32B/2B

RVs/Aichi.JPN/34.12/1/2B

RVi/Pennsylvania.USA/0.64/1aVAC

RVi/Anqing.Anhui.CHN/9.12/2/2B

RVi/Kolar.IND/15.07/2B

RVs/Reading.GBR/12.12/1/2B

RVs/Bordeaux.FRA/27.04/2BCRS

RVs/Taoyuan.TWN/21.09/2B

RVi/RiodeJaneiro.BRA/49.06/2B

RVi/Seattle.WA.USA/16.00/2B

RVi/BuenosAires.ARG/36.08/4/2B

RVi/Baoshan.Shanghai.CHN/17.11/2B

RVs/HongKong.CHN/51.08/2BCRS

RVs/HoChiMinh.VNM/14.10/2B

RVi/Burlington.MA.USA/44.11/2B

Rvi/Shandong.CHN/0.00/1F

RVi/Haerbin.Heilongjiang.CHN/18.12/2/2B

RVs/HongKong.CHN/49.08/2B
RVi/Shijiazhang.Hebei.CHN/10.11/1/2B

RVi/Taipei.TWN/18.10/2/2B

Rvi/London.GBR/0.86/1I

5298-ITA94-2B

RVi/Taipei.TWN/09.09/2B

RVi/Chitradurga.IND/11.07/2B

RVi/Nanjin.Jiangsu.CHN/15.12/2B

RVi/Saitama.JPN/0.94/1D

RVs/Edinburgh.GBR/6.12/2B

RVi/Wanlong.Hainan.CHN/2.08/6/2B

RVi/Beichen.Tianjin.CHN/16.12/1/2B

RVi/Bangalore-Urban.IND/14.08/2B

RVi/Jerusalem.ISR/0.75/1B

Rvi/Almaty.KAZ/9.08/2/2B

RVs/London.GBR/25.07/2B

RVs/HoChiMinh.VNM/19.11/2B

RVi/Chongming.Shanghai.CHN/17.12/2B

RVi/Panamacity.PAN/0.99/1C

RVi/Qingyuan.Guangdong.CHN/10.11/2B

RVs/HoChiMinh.VNM/32.11/2B

RVi/Zhanjiang.Guangdong.CHN/9.12/3/2B

RVi/BuenosAires.ARG/41.08/4/2B

RVi/Chendu.Sichuan.CHN/18.06/1/2B

RVi/Kaohsiung.TWN/27.10/2/2B

RVi/Songjiang.Shanghai.CHN/9.11/2B

RVi/Toyama.JPN/0.67/1a

RVi/Chiba.JPN/48.12/2B

RVs/HoChiMinh.VNM/43.11/2BCRS

RVs/HoChiMinh.VNM/13.10/2B

RVi/BuenosAires.ARG/45.08/4/2B

RVi/Anqing.Anhui.CHN/17.00/1/2B

Rvi/Moscow.RUS/0.97/2C

RVi/Weifang.Shandong.CHN/25.08/2/2B

RVs/Miaoli.TWN/26.07/6/2B

RVi/Shaoyang.Hunan.CHN/23.11/2/2B

RVs/MinasGerais.BRA/52.08/CRS/2B

RVs/HongKong.CHN/13.12/2B

RVs/Kawasaki.JPN/17.11/1/2B

RVi/Tiberias.ISR/0.88/1B

Rvs/FukuokaC.JPN/47.12/2B

RVs/Taipei.TWN/40.06/2B

RVs/HoChiMinh.VNM/37.11/2B

4861-ITA93-2B

RVs/Taipei.TWN/07.08/2B

RVi/NewJersey.USA/0.61/1aVAC

RVi/HoChiMinh.VNM/19.11/2B

RVi/Brussels.BEL/0.63/1aVAC

RVs/Parana.BRA/52.08/CRS/2B

RVi/Eagan.MN.USA/13.09/2B

RVi/Dongguan.Guangdong.CHN/11.11/1/2B

RVs/Paris.FRA/26.09/2B

RVi/Taipei.TWN/23.11/2/2B

RVs/Kaohsiung.TWN/38.06/2B

RVi/Huainan.Anhui.CHN/41.11/2B

RVi/Taichung.TWN/08.11/2/2B

RVi/BeneBerak.ISR/0.79/1B

1

1

1

1

1

1

1

0.89

1

1

1

1

1

0.93

1

1

1

1

1

0.88

0.99

0.95

0.94

0.99

0

1

1

1

0.96

1

1

1

1

1

（a) （b)



Supplementary Figure 3: Provincial distribution of Chinese 2B viruses collected in 

2011 and 2012. The map was generated with mapinfo professional software (Version 

11.0). 
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